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Common Chlorella can reduce total nitrogen in water, but its
ability to remove antibiotics is extremely limited. We aim to

engineer Chlorella to secrete beta-lactamase, enhancing its

tolerance to high-antibiotic environments and improving its

Wdty to degrade antibiotics.
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We choose to adopt a mathematical modeling
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A approach.
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During the experiment, the process is dynamically

effective purification volume corresponding to

hydrolase production and the sensitive

detection range corresponding to fluoresce

monitored. The ability of composite Chlorella to degrade
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antibiotics in water can be evaluated. And a series of data J Y

on antibiotic degradation in water can be obtained for

modeling.
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Given the complex nature of aquaculture wastewater, future efforts should focus on developlng integrated treatmer}t/technologles th
combine multiple biological materials to overcome the limitations of single-organism approaches. Starting with engmeered Chlerella
that secretes (B -lactamase, we aim to build a comprehensive system for controlling beta-lactam antibiotics. Subseqs.lent res\ﬁeaiﬁhwnl *_5.;-'-.::-’?_-
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focus on optimizing enzyme expression, purity, and stability, while exploring the integration of additional beneflaa\gg_Q_H
help establish a multifunctional microbial platform capable of the synergistic degradation of B-lactam antibiotics a a
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ultimately paving the way for greener, and more sustainable strategies to combat antibiotic pollution.



